
p = 0.0139

p = 0.0023p = 0.031

Figure 1

C

D

A

B MyHC Topro Merge

UT

CM

24 h

24 h

48 h

5 days

C26 cells Myoblast (C2C12)

DMEM + 10% FCSRPMI + 10% FCS

~ 70-80% Confluency

Change to DM

Collect the CM;
 filter with 0.22 µm

Change to DM ; change every 48 h

Differentiated Myotubes

Immunofluorescence 
              & 
        Mass spec

Lorem ipsum

Treat with 
66% CM
+33.3% DM

UT CM

45 kDa

223 kDa MyHC

E

p = 0.03

β-actin

UT CM
0

20

40

60

80
M

yo
tu

be
 d

ia
m

et
er

 (μ
m

)

24 48 72
0.10

0.12

0.14

0.16

0.18

0.20

Time (h)

A
bs

or
ba

nc
e 

(4
90

-6
30

) n
m UT

CM



Figure 2

A B

C

D

Difference (UT-CM)

-
L

og
p

Ctsl

Ampd3
Lgmn

Fn1
Aldh2

Txnrd1Acadm

Thbs1

UTCM

0

1

5

4

3

2

20 1-0.5 0.5-1.5 1.5-1

UT CM

Funrich analysis

LC-MS/MS

Cell lysate

SDS-PAGE
166

472

546
88166 881735

UT UTCM CM

Sample preparation

-2 -1 0 1 2

U
T

_0
1

U
T

_0
2

U
T

_0
3

ipsum

C
M

_0
1

C
M

_0
2

C
M

_0
3

Cox5b
Upp2
Snx7
Cd14

Sdf2l1
Ctsl

Lgmn
Admp3

Sun1
Tobg

Tmeme55a
Dynlt1
Enpp5

Cul5
Pnpt1
Naga
Nexn
Rhoc
Nfic

Serpinc1
Tgm2
Enpp1

Aldh3a2
Clip1

Thbs1
Txnrd1
Acadm
Aldh2

Fn1



Figure 3
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