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Figure 2
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Figure 3

Response to ER stress = p =0.038
Inflammatory response = p =0.009
ER-associated misfolded protein catabolic process = p = 0.006
Cellular response to misfolded protein = p =0.003
Nucleotide catabolic process = p <0.001
§ Positive regulation of tumour necrosis factor production = p <0.001
§ Positive regulation of NIK/NF-kappaB signalling = p <0.001
E Positive regulation of IFN-y production = p <0.001
,§ Positive regulation of cytokine secretion = p <0.001
o0
° Response to tumour necrosis factor = p <0.001
% Lipopolysaccharide-mediated signalling pathway = p <0.001
Mitochondrial electron transport, cytochrome c to oxygen p <0.001
Positive regulation of type I interferon production = p <0.001
Positive regulation of interleukin-8 secretion = p <0.001
Toll-like receptor 4 signalling = p <0.001
Mitochondrial ATP synthesis coupled proton = p <0.001
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Extracellular matrix organization + p =0.042
A Notch signalling pathway < p =0.034
§ Negative regulation of cell death = p =0.029
E Negative regulation of apoptotic process = p=0.011
E} Negative regulation of PDGFRp signalling pathway p=0.011
Eﬁ Regulation of cell shape o p =0.007
% Skeletal muscle satellite cell migration o p =0.005
Negative regulation of TGF- secretion < p =0.004
Response to ROS A p =0.002
Regulation of cytoskeletal organization 4 p <0.001
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