
Figure 1. Experimental set-up for production, characterization and storage of SARS-CoV-2 Spike and RBD recombinant proteins 
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Figure 2. SARS-CoV-2 Spike and RBD Production
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Figure 3. Effect of temperature shift and coding DNA amount on Spike and RBD production. 



Figure 4. Effect of host cell in Lectin blotting of Spike and RBD. 
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Figure 5. Effect of host cell in Spike and RBD oligomeric state. 
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Figure 6. Spike and RBD thermal stability.
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Figure 7. Impact of storage temperature on Spike and RBD conformation.
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Figure 8. Effect of storage temperature on SARS-CoV-2 Spike and RBD performance in ELISA serologic tests.
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